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ABSTRACT

This Paper gives an interactional visual consideration tool for brain network using FMRI (functional magnetic
resonance imaging brain scans). It aimed to visual the multi data sets and statistical analysis of brain regions when

performing a task or resting state. In order to understanding the brain network regions. Our tool visualize the
multiple brain regions using the multiple data sets to identifying outlier data. Based on the dataset we are able to
perform statistical computation on the dataset by using R Programming. This report contains the complete
information based on the attributes and gives us an idea to know which attributes are worst affecting the patient.

Now we can predict which region of brain working full.
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I. INTRODUCTION

To understand the big scale human brain Network is
critical to know the total brains intellectual functioning
for that procedures using FMRI (functional magnetic
resonance imaging brain scans)[1]. Neuroscience has
introduced the fact of small number that is basis of
networks, consists bunches of brain parts also called as
communities which slowly gets connected themselves
and in a thinly dispersed manner with each other
network.

We to perform a action on the dataset using certain
approaches among that R- language is the best
approach to perform statistical operation on dataset. R
language is used to perform the statistical operations on
dataset. Now R language is widely used in many
platform in the world. Mainly R language is using in
the weather forecasting, automobile industry, company
financial budget analyzing purposes. Even in Bio-
medical category also R language plays a crucial role.
By using this R language, we can execute different
operations on the dataset.

We see that the brain is construct like a network, with
axons at the end of neurons that project to alternative
neurons[2]. The neurons are connect with each other,
so one access to think about disease grooving in the
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brain it starts in one place and jumps over along the
network connections.

Drastically changes in the brain studied with FMRI it
was first identified that, even with the area at rest, the
FMRI time series from each part of the motor cortex
were connected for a limit period with choice of same
functional networks as Some of the alternative grids are
correspond to the civil patterns in quite state of brain
have diagnose the particularly can be a part of each
other single quite FMRI datasets. Each one have
continuously time course beyond its bunch of complex
parts the different grid have other civil specification to
all alternatives.

The grid prolong the case is in anesthesia state. More
over some grids have build to spatially dependable
beyond differential, Even though like RSN’s and linked
grid of deactivation below effort have been investigate
in other way like EEG and PET the maximum research
are use FMRI.
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Figure -1: Dataset of resting state of brain

The grid prolong the case is in anesthesia state. More
over some grids have build to spatially dependable
beyond differential, Even though like RSN’s and linked
grid of deactivation below effort have been investigate
in other way like EEG and PET the maximum research
are use FMRI.

The existing studies of activation images from brain
network started to deal to generate An basic tool gives
the users to identify a brain spot the tool give image
specification which alternative brain set to co-activated
all accurate seed spot. Now we can take tips to identify
main location of separate grid of awaking that point out
correctly where the main set is co activated comes
beyond all awaking images. The above Figure 1 shows
the dataset of resting state of brain taken using the
FMRI scans.

We perform this by applying ICA controlling data
driven way for discover separate design in multivariate
date. This admit to place the large functional grid in the
brain as approximate from classic of a significant
propagation of all functional activation class bring out
to date.

II. RELATED WORK

In the present work tool helps to understand one graph
at a time to solve this problem they are using the novel
interaction techniques in this techniques they explore a
single dataset that explores the modular properties and
hierarchical properties of human brain. The
visualization tool to explain the hierarchical network of
human  brain network  connectivity.  Spatial
representation help neuroscientists oriented themselves
With regard to brain location during the 2d non spatial
graph layout provides the needed adjustability for
viewing alteration to the interconnected data.
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Combining both classic makes and analyst to know
whether grid topology interact with spatial spot of the
data .arrange the capacity to draw more explained
finale. The brain connectivity discover was amid the
first published tool bringing together the force of non-
spatial and spatial vision techniques.

Visualization of modular and hierarchical system of
brain network. CVU (Connectome Visualization Ultility)
is a tool used for analyzing of modular structure of
human brain network. However CVU is to analyze and
visualize modular structure at a single line[1]. This tool
exhibit when investigate big data sets, the matrix cell
and the headers are no longer usage for visually
covering all the salient information of interest.

Unlike anything else PSP is a brain attack that change
action, unstable of afoot and balancing, absorption,
vision, attitude and manners and even thinking. The
disease occurs harm to nerve cell brain. The disorders
leads to cause weakness by damaging particular spots
of the brain nerve cell batch called nuclei. The
particular specifically control eye
movements[3][4]. One such probably indication of the
disease inefficiency to gain the eyes each may action as
blind of vision. The pattern of proof and identification
can be entire reserved one to other.

nuclei

Healthy

PSP Patients
Controls

Figure2: PSP Patient data using Fmri scan in matrix
view

The integrate relationship among spatial regions that
generally separated of Mesothalamic junction (MTJ) in
majority of health records and PSP affected patients
has different connectivity with respect to the healthy
brain, However the affected brain connectivity poses
some common characteristics. MTJ network depicted
as a matrix, where FMRI reports are the source for
generating matrix views. The matrix view of these
networks right column of PSP patients and left
column(Fig 2). Heat map factors depicted in the first
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row of the matrix as weights with respect to the
connectivity and the one highlighted in in blue are TJ
nodes. The least row shows connections that greater
than threshold.

A. Dataset III.

Using the PSP patient Data set we are finding the
disease stage the data set is taken through the Fmri
scan these data sets are taking as input and showing the
matrix view and dendrogram view of the PSP patient.
The below (fig 3) shows the PSP Patient Dataset.

Figure 3: it shows the Data set of PSP Disease Patient

B. Dendrogram View

It is a visual diagram of the composite correlation data.
The definite compounds are dispose along the lowest of
the dendrogram and refers to leaf nodes. Its not only
guide the interactive research and analysis of modular
knowledge. Here we use the Louvain method making a
position of that
dendrogram[1]. We manage a tree like data architecture
that map nodes in the dendrogram look to the nodes in
the graph view(Fig 4).

schedule vision in form of
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Figure4: Dendrogram view displays the hierarchy of
PSP Brain Using Dataset.

The leaf nodes and sub community nodes of the
dendrogram view are color coded to the community
partnership. Tool consent the user to select a level in
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the dendrogram hierarchy and investigate how
communities merge or split beyond the hierarchy.

III. EXPERIMENTAL RESULTS

We perform statistical operations on dataset by using
R-Programming Language. We are use multiple
datasets to perform the visualization of PSP disease
patient data to visualize the matrix view. Using the
novel interaction techniques we can execute the
multiple data sets of PSP patient. It accessible to effect
techniques to all correlated data
representation and used the automatic study of methods

visualization
for the accurate analysis of brain network data.

Finally, we prepare a matrix view of three data sets of
the PSP patient and visualize the disease in the below
image first image shows the healthy brain second
image shows disease effected PSP Patient brain in early
days and third image shows the disease effected PSP
Patient brain After few months as shown in the Fig 5.

Diesease Effected
PSP Patient Brain
After Few Months

Diesease Effected
PSP Patient Brain
in Early Days

Healthy
Controls

Figure 5: Using Multiple Datasets of PSP Patient

Using the PSP Patient Fmri scan data sets and healthy
brain samples perform a multiple datasets shown in a
single frame work and novel interaction techniques and
To prevent data distortion in providing visual analysis
by adopting healthy brain connectivity and PSP patient
brain connectivity and neurons.

IV. CONCLUSION

The Existing works with a single data set and our
system works with a multiple data sets with no
reduction in the performance. Using the R
programming language and perform the visualization
analysis.
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